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P U R P O S E. Osteoarthrifis (OA) is characterized by cartilage degradation but also by ofher joint tissues modifications like
subchondral bone sclerosis. In this study, we used a proteomic approach to compare secretome of osteoblast isolated from sclerotic
(SC) or non sclerotic (NSC) area of OA subchondral bone.

M E T H O D S. Secretome was analyzed using differential quantitative and relative label free analysis on hanoUPLC G2
HDMS system. mRNA of the more ditferentially secreted proteins were then gquantified by RT-PCR and the most relevant proteins
identified using western-blotting and immunoassays.
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We highlighted some proteins differentially secreted by the osteoblasts coming from OA 0 b K

subchondral bone sclerosis. These changes contribute to explain some features observed in OA

subchondral bone, like the increase of bone remodeling or abnormalities in bone matrix
mineralization. Among idenftified proteins, osteomodulin was found decreased and fibulin-3
INncreased In serum of OA patients. These findings suggest that osteomodulin, CHI3LT and fibulin-3
could be biomarkers to monitor early changes in subchondral bone metabolism in OA.
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